Papers describing genetic associations with common diseases are currently being published at a rapid rate. These new papers add to an already large body of literature which includes candidate gene studies, genome wide association studies, review papers, and meta-analyses. Related papers describe the basic epidemiology of these common diseases, gene-environment interactions, gene-gene interactions, and pharmacogenomics (gene-drug interactions), all of which may affect disease predisposition and management. We have built a literature curation database with a web interface that addresses these key needs, using Ruby on Rails with MySQL. Lack of consistent standards for reporting genedisease associations, either by journal editors or other consortia or agencies, make automated curation infeasible at this time.
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A custom built curation database with web interface can facilitate curating genetic association literature for common diseases QC checks are very helpful, and more could be incorporated, both interally and against external sources 
